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-------------------------------------- Introduction --------------------------------------
Ancient genomes of the southern Middle/Late Bronze Age (MLBA) Helladic populations (Peloponnesians attributed as Mycenaeans) and
Middle Bronze Age (MBE) Cretan populations (attributed as Minoans) could be modelled as a mixture of the Anatolia Neolithic-related
substratum with additional ‘eastern’ (Caucasus Hunter-Gatherer/Iran Neolithic-related) ancestry1. Moreover, the MLBA Mycenaeans from
the Peloponnese had an additional ancestry from a ‘northern’ source related to the hunter–gatherers of eastern Europe and Siberia1. In
this study we provide archaeogenomic evidence from an Early Bronze Age (EBA; Early Helladic) population located in south-central
present-day Greek mainland (Perachora cave ossuary2, close to the Early Helladic settlement of Perachora in the Gulf of Corinth; Fig 1), in
order to examine if the ‘northern’ ancestry was present in the mainland Aegean area from the early onset of the Bronze Age.

---------------------- Materials and Methods -------------------
aDNA cleanroom of IMBB-FORTH
• Six petrous bones from Perachora cave ossuary (Fig. 1)
• aDNA extractions3, partial-UDG-treated ds4 libraries
• Deep sequencing (75bp+6-SE; Illumina NextSeq500).
• Data processing, ancient damage (mapDamage2.05)

and contamination estimation (schmutzi6), mapping to
human reference genome (BWA7), genetic sex
determination (Ry method8).

• SNP calling with pseudohaplotyping (pileupCaller) and
merging to modern and ancient Eurasians.

• population archaeogenomic analyses, including PCA
clustering (smartPCA9) and supervised ADMIXTURE10.

----------------------------------- Results & Discussion -----------------------------------
• Damage (1h UDG): ~6.5-20% deaminated cytosines at 1st 5’-end base.
• Estimated contamination was low (~1-3%).
• Genetic sex determination: three males and three females.
• PCA: EBA Perachora is clustering with the Neolithic farmers from

Europe, Aegean, and Anatolia (Fig. 2).
• ADMIXTURE: absence of the ‘northern’ ancestry (Europe-HG-like; red

color) in the genetic pool of Perachora (Fig.3).
Southern mainland EBA Aegean people may not have been genetically
admixed yet, with populations carrying the ‘northern’ ancestry. This
possibly occurred during the MBA and the advent of the intensified
mobility and cross-cultural communication and long-distance trading as
proposed from MBA genomes from present day mainland Greece11 .
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Figure 2. Principal Component Analysis (PCA) of 1766 Ancient Western Eurasians projected on a
Modern Eurasians PCA plot of 892 individuals (1240K + Human Origins dataset). Perachora samples
(in red) are positioned very close to Neolithic populations from Europe, Anatolia and the Aegean.
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Figure 1. The location of Perachora cave
and its Early Bronze Age ossuary.

Figure 3. ADMIXTURE analysis using three putative ancestries (K=3): Europe-Anatolian
Neolithic-like, ‘eastern’ (Caucasus-HG/Iran Neolithic-like), Europe HG-like. Perachora is
lacking the Europe HG-like ancestry (red color).
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